| INTRODUCTION AND BACKGROUND
Lysosome-associated protein transmembrane-4 beta (LAPTM4B) has two alleles named as LAPTM4B*1 and LAPTM4B*2 (GenBank No. polymorphism and susceptibility to several cancers, but the findings are still inconsistent. Hence, the present meta-analysis was designed to investigate the impact of LAPTM4B polymorphism on risk of cancer.
| METHODS
A comprehensive search in Web of Science, PubMed, Scopus, and Google Scholar databases was done for all articles describing an association between LAPTM4B polymorphism and cancer risk published up to April 2018. The search strategy was "cancer, carcinoma, tumor, neoplasms," "LAPTM4B, Lysosome-associated protein transmembrane-4," and "polymorphism, mutation, variant." Relevant studies included the meta-analysis if they met the following inclusion criteria: (a) Original case-control studies that evaluated the LAPTM4B polymorphism and the risk of cancer; (b) studies provided sufficient information of the genotype frequencies of LAPTM4B polymorphism in both cases and controls. The exclusion criteria were: (a) conference abstract, case reports, reviews, duplication data;
(b) insufficient genotype information provided.
Data extraction was done by two independently authors. From each study, the following data were collected: the first author's name, publication year, country, ethnicity of participants, cancer type, genotyping methods of LAPTM4B polymorphism, the sample size, and the genotype and allele frequencies of cases and controls (Table 1) . 
The pooled ORs and 95% CIs for the association between LAPTM4B polymorphism and cancer susceptibility. The forest plot for relationship between LAPTM4B polymorphism and cancer susceptibility for *2/2 vs *1/1 (A), *2/2 vs *1/1 (B), *1/2 + *2/2 vs *1/1 (C), *2/2 vs *1/2 + *1/1 (D), *1/2 vs *1/1 + *2/2 (E), and *2 vs *1 (F) heterogeneity, the random effect model was selected; otherwise, the fixed-effects model was chosen.
The funnel plot was used to estimate the publication bias. The degree of asymmetry was measured using Egger's test; P < 0.05 was considered significant publication bias. To measure the potential influence of each study on the overall effect size, sensitivity analysis was performed.
| RESULTS
The characteristics and relevant data of the included studies are shown in Table 1 . The results of the meta-analysis revealed a significant association between LAPTM4B polymorphism and cancer sus- 
| DISCUSSION
In the current study, we performed a meta-analysis to find out the 
